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Molecular screen for gf gene in six brown tomato varieties

CAO Dandan, SUN Zhaohui, REN Pingping, SONG Ying, CHENG Fei

(Horticultural College of Qingdao Agricultural University , Qingdao 266109 , Shandong , China)

Abstract: There are five mutant genes including gf, gf >, gf *, gf *, gf * for GF allele. The mutant gene result in red tomato
turn into green and brown tomato. The brown tomatoes is one of the most favored fruits by people for its special fruit colour.
Our latest research showed that gf mutant gene was strongly resistant to Tomato Chlorosis Virus (ToCV). In order to establish
rapid molecular screen method for gf gene, 6 brown tomato varities were chosen from 300 candidates as materials and the
red tomato ‘2015-47’ was used as control. The result showed that none of 109 bp and 57 bp specific bands were digested
for varity ‘T2016-33" that was gf mutant; al87 bp and a 171 bp specific bands were amplified for varity ‘2012-2 that was
gf mutan; a 216 bp and a 18 bp specific bands were amplified for ‘T2015-66" and ‘T2016-32’ that were gf ‘mutant. In this
experiment we established a rapid and exact method to identify the gf mutant gene that accelerate brown tomato breeding.
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