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Research progress of virus resistance in watermelon
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Abstract: Watermelon is one of the most important cucurbit crops, and China is the largest watermelon producer and con-
sumer. Virus disease is a limiting factor for watermelon production. Once the virus disease occurs, watermelon yields and
quality lose seriously. Virus affection causes watermelon leaves shrink and plants dwarf, fruit malformed, yield and quali-
ty drop to no harvestable under severe situation. Prevention is the most important measure for watermelon virus disease
management. In this article, we review the research progress of resistant germplasm utilization, resistance mechanism and

various virus disease management methods. We hope to provide useful information and references for better resistant

germplasm development, research at molecular level and more effective virus disease management.
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