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Abstract: MYB transcription factor is one of the largest family of transcription factors in plants, which can bind specific
nucleotide sequences upstream of the 5' terminal of genes.It can assist RNA polymerase to catalyze the transcription of
DNA template chains into RNA, and play a role in regulating the expression of target genes.According to myb domain,
MYB transcription factors can be divided into four subclasses, most of which are closely related to plant growth and
development, secondary metabolism and stress. Tomato, as an important cultivated crop, plays an important role in
production and scientific research. This paper mainly describes the structural characteristics and classification of MYB
transcription factor, and its regulatory role in tomato growth and development, secondary metabolism, biological and
abiotic stress.The research results at home and abroad were summarized and introduced in detail, which provided relevant
reference and new ideas for further research and utilization of tomato M'YB transcription factors.
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