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Research progress on molecular markers of major agronomic traits in cu-
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Abstract: Cucumber (Cucumis sativus L.) is an important vegetable crop widely grown around the world. Molecular
technology has been increasingly applied in cucumber, as molecular markers have the advantages of large number, high
polymorphism, rapidity and convenience, which can be selected accurately and quickly at the molecular level. In cucum-
ber genetic breeding, the application of molecular markers has greatly improved its effectiveness and accuracy. We here re-
viewed the research progress of cucumber fruit related traits (fruit bitterness, peel gloss, peel color and fruit thorn.), resis-
tance to diseases(downy mildew, powdery mildew and fusarium wilt, etc.) and variety purity. The problems and future de-
velopment of molecular markers in cucumber were discussed. This article aims to provide reference for the molecular
markers and related research of main agronomic traits in cucumber.
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Table 1 Molecular marker and primer for bitterness trait of cucumber
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Table 2 Molecular markers and primers for cucumber albino mutation traits
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Table 3 Molecular markers and primers for cucumber fruit thorn traits

GIEYE IR UL WAL PR B/ eM 519 41(57-37) ZHECHR

SSRB-130 SSR H NG ER B 2.01 CTGTCTGCAGAGCCATCTGA ; SRR, AR
AGCCTCCAATCCCAACTTTT

SSRB-107 SSR NG R B 0.78 TGGCAACTTCTACATTGGATACC ; AN
TGGCCAACTTTTCCTAACAA

SSR13237 SSR IR B2 12.94 AGGGAGTTGGAAGAGGTGGT ; [y
AGTGAAAACAGTCAGGAGGTGA

SSR03514 SSR BRI R B2 242 TAGGGTCCCCTTCCCTCAT; 15y
GGGTACCCAAAAGCAAGTGA

SEl SSR TR K/ NFER SS/ss AGAAGCCAATGGTGTTTTAAGTGA ; Zhang , £
TCGAATGGAATAGAAACCTTCAGA

SSR43 SSR BRI KNI R] SS/ss CGTGGACGTGGATAAAAATGTT; Zhang, 21#

GCCCATACAACATAAACAAAGAAAGG
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Table 4 Molecular markers and primers for all female cucumber
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Table 5 Molecular markers and primers related to cucumber disease resistance genes

kv B i Bt LN BHE A 25 /M ST FIS-37)

SCAR3 SCAR # NPT ZYMV-CH [ CACATTGAATAGATTCCTATTTCTCTT
TTGTTCGACTTAGGCAGTTTCA

SCAR4 SCAR # NPT ZYMV-CH £ [H CACGTCTTTCTTGATATTAT3;
TTAGGCAGTTTCAGTTCTCT

RWMV-214 SCAR # ) WMV i1 2 [ 2 TGACACTCTGTTTTTCTCTG;
CCCATCTTTATCATTCCAAT

OPAP7 RAPD # )N PRSV-W 875 2 [A] 3 ACCACCCGCT

SCAR-282 SCAR EYIIESTE 7 GTACATGCAGGTGGTGTTATT;
ATTACAATCCGTCCAACA

PMSCAR300 SCAR B DR = R S A 7 ATCCAAACAGGGAAACGA
CATCACCCAGAAGCTCAA

SSR97-200 SSR BN B A R A 5 ATAGGGCAATTTGTCTCT;
CACTGGGATCCTAACAAC

SSR273-300 SSR EPINSE VI SToE N o o Y| 13 TTGAATTATGGGTTCATTTTT;

GACAATGATAAACTTCCCTGA
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