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Hybrid purity identification of Chinese cabbage Bianzao No. 9 by InDel

marker
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Abstract: To identify seed purity of Chinese cabbage (Brassica rapa) Bianzao No. 9 accurately and efficiently, 32 pairs
of published InDel core primers based on the whole genome of Chinese cabbage were used. The InDel primer BrID90029
was selected to identify the seeds purity of Bianzao No. 9. The bands showed diversity between parents and were comple-
mentary with high clarity. Based on the primer, 288 Chinese cabbage F, hybrids Bianzao No. 9 were identified for purity.
Molecular detection matched field phenotypic identification with 99.29% consistency. Therefore, the InDel primer
BrID90029 can be applied to accurately and efficiently identify the purity of Chinese cabbage hybrid Bianzao No. 9. This
study provides a technical basis for large-scale detection of the purity of Bianzao No. 9, and has a significant application
value.
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Fig. 1 Bianzao No. 9 and its parents
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Table 1 Primer information
% ElEZEZR S ERS#(57-37) RIEGIH(57-37)
1 BrID10291 GGTTGACATAACCAACCAAG TCAAGTAAGAAGTCTCTGATGC
2 BriD10329 AACCTGGATAAAGACTGCAT TCTTCGTCAACTCACTTCCT
3 BrID10375 TAGAACATGTTGTCCGTGAA GGTAGATTTGGTTGATCCTG
4 BrID10395 GCTGACATGTACCTTTTGAA CATCTAAGACCGAGTCAAGC
5 BriD10401 GTCGGATTTCTTTCTACACG TGAACCTATCTTCCTCAACG
6 BrID10415 GACTGAACTCAGCCTATTGC GGAACAAAATTGCAGAAGAC
7 BrID10417 AACTTCGTCTATCCCACATC TGAAAGTTTTCCACACACTG
8 BrID10433 CGTCACTTATACGGTTCACA AACCCACTACTCGCTCTTCT
9 BriD10437 CCCTCCTATGATTTGGAGTT TTGGGTCAAGAAAGATATGG
10 BriD10447 CACCTGCTCAGGAGTATTTT ATTTGACTGCAGATGTCACC
11 BrID10523 TATCACAGCCCTTTCATCTC CTAATGCTGCTACTTATGCG
12 BrID10531 GATAGGTTCACGGAAAACAG CAGTTAGCAAGTTCTTTGGG
13 BrID10667 TTCCGTGGAGTATCAGAGAT GAAACTAGGGATTCGTTTCT
14 BrID10715 TGCTCTCTGCCTACTTCTTG ACCGATTACCAGCTAATGAC
15 BriD10911 AACCAACCAAAACTGTGTTC AGTATGATGAGGCTCGATGT
16 BrID10941 CAGAGTTTTGTTGGTTTTGG TATCTTTTCGTTGTTCTCGC
17 BrID90005 GCCATATGTCTGCAAAAGAAA TCTAATCCATTGCCCACAAA
18 BrID90029 TGTTCATTGTTAGATAATGTTTTTGAA TGGTCAACATAGATTTGCACG
19 BrID90039 TTTTTGGCTAACAAAGTGTAAGG TTGAGAAAGCTTAAAATTGCCAC
20 BrID90105 GAAATACTACACATTTTCCAAAACAAA TCGATAGGTAGGGTGCATTTTC
21 BrID90107 TCCGTCGGTTTCTAGTTCAAA TTGTTGTGGTCCATTATGCAG
22 BrID90137 AACAGCCACACGCTCTAACC GCTCAGATCCGAAGGAGATG
23 BriD90147 CGTCCCTCTTAAAGTTGCGT AAGCCGACGTTTACAAGATAATTT
24 BrlD90277 TGAAACAAAATGAAAAATTCACGA CAGGAACGCATTAACGTGATTA
25 BrID90367 TTTCCATTGCTACCAGAGCC GAAGTCGTGTCCATGCTTCA
26 BriD10101 GAGTTCAAACCATACATAGCAG GCTCATCAACGCATTAATCT
27 BriD101121 CAATCCAGATCCGAGAGTC GCCAAGATGTTTTATGACCT
28 BriD101149 AGAGATAACACAGCACAGCA CTTTCCGATGTTCTTCGAT
29 BrID101163 CAACTCATCATGTGGTTCAC GGCTGGACAAGTAAGATACAA
30 BrID101175 GGTCAATGAAGGAGCTTGT GAAGAAGAGACAAATCTACGGA
31 BrID101179 GAGAGAGGGACTGAACTGG GCTTCCAAACATCACCGT
32 BrID101183 ATAGAACTCACCCTCACACC AAGACGAACACTAGCAGACG
133 PCR ¥ 3 RHMEAL/GH PCR MRS,  #:72 °)CIEMH 7 min, 10 °CHAF FRFF.
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Fig. 2 The results of InDel markers screening in the parents of Bianzao No. 9
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Fig. 3 The results of purity identification of Bianzao No. 9 using the InDel marker
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Table 2 Comparison of the results from InDel marker and field identification analyses in Bianzao No. 9
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