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Research progress on genetic transformation of Brassica rapa vegetables
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Abstract: Genetic transformation technology is an important toll for exploring the gene functions of Brassica rapa vege-
tables and conducting genetic breeding. Through appropriate genetic transformation methods, target genes can be intro-
duced into the genome to improve their biological characteristics and economic traits. However, the genetic transforma-
tion of Brassica rapa vegetables faces challenges such as poor regeneration ability and low transformation efficiency.
This paper reviews the relevant literature on genetic transformation of Brassica rapa vegetables both domestically and in-
ternationally, analyzes and summarizes the factors affecting transformation efficiency (such as genotype, regeneration sys-
tem and transformation method, etc.), discusses the application of CRISPR/Cas9 in genetic transformation, and provides
prospects for regeneration and genetic transformation in the future.

Key words: Brassica rapa vegetables; Genetic transformation; Regeneration system; Transformation methods; CRISPR/
Cas9
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