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Abstract: Currently, the assessment of seed purity in Brassica campestris primarily relies on field identification methods.

These methods are not only time-consuming and labor-intensive, but also susceptible to environmental factors. To ensure

the quality of seeds entering the market and to expedite the market penetration of Chunfu seeds, this study developed an

efficient identification method for Chunfu seeds by molecular marker technology. To develop an efficient method for iden-

tification the seed purity of Brassica campestris (syn. Brassica rapa)ssp. chiensis variety Chunfu, three SSR primers were

selected from 96 SSR primer pairs that exhibited polymorphism between the parental lines of Chunfu. Among these, Ra-

pa57 demonstrated superior performance and deemed suitable for purity identification. The Rapa57 was selected to identi-

fy the seeds purity of Chunfu. Molecular detection matched field phenotypic identification with 1.9% deviation, the con-

sistency was 98.1%. These results indicated that SSR marker can be applied to identify the purity of Brassica campestris.

This method approach enhances identification efficiency, exhibits excellent stability and accuracy, also provides a robust

scientific basis for seed production and quality control.
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1 Rapal2 ACAAGAAGTTCTCAGCGGCG TCGACGCGAGAAAGAACACA
2 Rapal8 CACGGTTCGAACTCCACAGA TGTTCTTCCGTTGCGTCGTA

3 Rapa57 GGGCGAAAGAACTTGCAGAG AGCACCAGCAAGACTTGTGA
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Fig. 2 The verification result of three pairs polymorphic SSR primers

- 163 -



IXIEEFG

o L ST =3

38 %

M? &

F

200 bp

200 bp

200 bp

3 HRSSRIFCAELERE
Fig. 3 Purity identification of Chunfu using the SSR marker
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