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Evaluation of genetic characterization and screening of excellent strains

of Auricularia delicata germplasm
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(1. College of Horticulture, Jilin Agricultural University, Changchun 130118, Jilin, China; 2. Jilin Agricultural University/International
Cooperative Research Center of China for New Germplasm Breeding of Edible Mushroom, Changchun 130118, Jilin, China)

Abstract: To clarify the phenotypic traits and genetic differences of Auricularia delicata germplasm resource, screen
excellent germplasm, and provide a reference for new variety breeding and germplasm innovation, this study used nine
strains from different geographical origins as materials. Somatic incompatibility tests, ITS sequence identification, and
SRAP molecular marker techniques were employed to analyze the genetic relationships among the strains, combined with
a comprehensive evaluation based on the membership function of agronomic traits. The results showed that ITS sequence
identification confirmed that all nine tested strains were A. delicata. In the somatic incompatibility tests, all 36 combina-
tions exhibited obvious antagonistic lines, indicating differences among the strains. SRAP molecular marker cluster analysis
revealed that at a similarity coefficient of 0.36, the tested strains could be divided into a southern group and a northern
group, indicating differences among the strains. Significant differences were observed among strains in agronomic traits
such as growth period, yield, ear color, and ear fold. According to the comprehensive membership function, strain C9
scored the highest (0.919), with excellent performance in growth period (77 d), yield (3.91 kg-100 kg dry substrate),
and commercial traits. Strain C3 showed good commercial traits, with large ears and light yellow color. Strain C4 had a
short growth period (77 d) and high yield (4.03 kg-100 kg dry substrate). Strain C5 featured reddish-brown ear color
with vein-like folds on the ventral side. These four excellent germplasm resources can serve as parental materials for the
selection and breeding of superior hybrid strains.
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9% K B [Auricularia delicata (Mont. ex Fr.)
Henn.] 5 J& T 8 ¥ 1 '] (Basidiomycota) « & % 24
(Agaricomycetes) « % % H (Agaricales) « A H-%} (Au-
riculariaceae) , XFRFEM B AR H-, &2 — e A&
HEZHAMEREHEY. H7rsed s E g%
Bl SRR IR B B RO 22 0, B T o AR % T
REFRCRY . AL, PR HAE AL G2 A EN 2
Je R A H TR T B Wil SR JL
A PR 7 s DXAUPDR AT IR, AR5 1) e S A IR T Jhk bR AN
PR SBAE S5 4, M FE T B = IO, ik RE Ok
B R I AR R A B XU, B A TV 2R
W Z e IR, AR BBy 2 R Y & H
B MR 2 — , 7 38 B 7 R X AR A A 7, ]
AT 4R B B IR A2 IR, AR 77 bt b B — Lg%
BB, YN YA R, AR AR B M 5 A Bl
VEANTE SEAG OL , 25 5 3 i A28 i 7 B AN A g A
TR %, MNTTT PR ) 1 A HE P M At R K

H BT X 45 A B BT B 50F i Al B B 7R 32
BREA R E R MR R VE I HT
PRI AR B S5 A D0 A0 55 T T, o =5 3 25 03 1 0 4R
HRR R 2R KB, 7SR B s H R
AR KZESR, HZ R E S, BB KA R
ZHRIE T, R i M R B BE T YRR . ARET
5 S5 I I N A B 22 1 A KT R A i
16t I BERRIC 7 S AR S A, TE B VR R i 25 B
R N W BRI Ry 1 BE AR B 9% B B B 5% (pH=6.0.
28 °C), AR TR 2 AE KK E . KA S
XoF B A AR TR AR A I B Dy ik R L T e
VHIRSFEYIE B A M Rk & oM It 4 A
B H 1 55 RSV R E PR B ik
HHBF AR EGARE 15 5T T 9K B
W2 SRAE T B — 3R Z T, SR = 50 b Bt A% 75 5
AR ZMIRE RS 7 4T, M DL R G487 P ot B R
TG 22 57

SRAP (sequence- related amplified polymor-
phism) 73T FR G R BAT #AF W 8  ME fefe s BAE
B i) B 5 o0 A SR A, B2 N T AR
FEC 4 TN B0 DR 3R 5 1A B TR BT 2 R
WEFEH o SR ek B0 AE T T B8R PO A B FH B 2
JVE A i 126 v ELAT R R 2 R R AR v R HE R A
[ I R AR T, 5 SR DU AT S, RS AR
S Ja8 BR BRI 32 1803 43 BT VAN AN [ 85 4t SR SIE i J5i O
16 H R AR ) Bl o Rt 2R SR FH SR R 8O0
T 455 5 PP FH R AEAS [ 7 254 N I B R

VR BEAT 26 VR, DT R e HY AR 0 R R B G
J7 o JEABEEEEET R BT A RIEC T R
T A2 KRN i B AR A SRA VRO I 0 TS A AR
JRELTT o AR I AECE L SR O 11 R R
TEWRZMIE T E A AERSE N . PRI, AR 5T DAAAR
B &k A 56 44 k], 18 i ITS (internal transcribed
spacer) JT 51 5558 AR MU A SE AN 055  SRAP 73 ¥
FRCHEAR SR ZHERI E A 45 & W77 s R &
bR BE T B AR AT SR A VR, B AR R SR H
T Jog B U ) 8 AL 22 L 0k HOE A B M AL R B
W NG SR HE PR A1 3 2 5 K PR A
B AERL X5 R a3 A B o R e A
SR o

1 ARSIk

1.1 #ilEk
9 MR ARBHKGERWER 1w, Hd,Cco N
7 A, C7.C8 R Bk, B B A IR T
RAMY R 2 e 255 Bt
F=1 HAREHRKXEKED

Table 1 Information on test strains of A. delicata

LYk PRAAFR U5
Strain number Strain name Source
C1 72 Bt ST
Jianhe, Guizhou
2 Y1 TN
Liuzhou, Guangxi
C3 Z1 BN G
Jianhe, Guizhou
C4 Y2 T A
Liuzhou, Guangxi
c5 13 101 Ll AR i
Shanyang 101 Linyi, Shandong
C6 FIEE bR E
Yangduer Baoding, Hebei
C7 Al14xZ1 AR R 2
Jilin Agricultural University
(¢ Al4xY1 RO K 5
Jilin Agricultural University
C9 FEGARHE 15 A E AL SR

Zhongjunzhoumuer No. 1 83 F &t 5¢ Bt
Kunming Edible Fungi
Research Institute of
the All-China Federation
of Supply and Marketing
Cooperatives

1.2 iRt

RIGT 2024 4F 12 A % 2025 45 8 HEHF MK
MV R 5 el 255 Bt T 2 i e e B 3 3R AT , BEMP RS IR
K PDA K55 B2l 77 , #5 7RHAC 77 A i) A K i
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T (o, FRDT78%, 2k & & 20%, A1 K& & 1%,
FESE 1%, 5 /KE 60%. %R RS, M
19 17 emx33 cm, B M43 kL & 300 g M.
121 °Cr KB 2 h, f7 B AR H 5 0, AN B ik
FePh 60 42,25 cCHELEE TR R - H 4 156K FH 5
ZBEALHES, 3 IRE S, 7E PR B mT 45 (1) H 4 5 oA 4 e
AT R
1.3 ITSXE

ff F ITS 3@ H 51 9 1TS1 (5- TCCGTAGGT-
GAACCTGCGG-3) A1 ITS4(5-TCCTCCGCTTATT-
GATATGC-3") X} $i HU 21 () A [7] B A% DNA 1#£47 PCR
FIEFII T, FI B R AR FELCRSE PCR 914 =42
A%, FE i SR R VR TR A F X9 37
W EAT I, DN 58 % JS 7E NCBI U4 2 (http:/
www.ncbi.nlm.nih.gov) 1 52 i BLAST [#) L X 7347,
FIH MEGA - (v5. DR R GR B W09,
1.4 KA FEFRMIRIE

FEEAG S 1) 9 AN SR BB bR 2R T 90 mm 1
PDA $537 5, 04 3 AN [R] BR AR 4 B B AR [R] — A
PDA #5752 b, AN B FE 2 om, 3 IRE S, 7E
25 °CHHIB AL IR 8597 15 d, WA [H H k2
[F) 1R A2 S A o2 A FE PUR S, A F5 DU S bR id A
O TEREPUR B FR LN
1.5 SRAP O FHriCIFIE S 5
1.5.1 DNA #9#® I fEH KR CTAB &2 B4

AKH- R Pk DNA . F FH B A A 458 s FEL PRI 58 40 43k
J6BE I 52 DNA 5 &2 F1IK B, 9 5% B AN B Ak 1
DNA W F (p, J&5 [ ) i B ) 50 ng-pL ', i E
F-20 °CLR A F -
1.52 PCR ¥ ¥4k 7 & 947 MiB A SRAP 4+
Fric k4 9 > B 510 17 ARSI e,
R 2w, HEWE EEEVRHE AR A F G R
SRAP-PCR [ WA& % 25 uL:DNA #if 1 uL, B F
W51 Y% 1 uL, MasterMix 12.5 uL, ddH,O 9.5 pL;
SS9 295 CCHUAZE M 5 min; 95 °CAE 1 30 s,
35 °CiB K 1 min, 72 °CEEfH 1 min, 5 MEHF ;95 °C
A5 30 s, 50 °CiE K 1 min, 72 °CIEfH 1 min, 35
PEIR 72 °CHLEAH 10 min, 4 °CIRAE. PCR 58 HJE
HY 8 uL PCR ¥ 34724, FIH 1.4% M B2 HEBE HL ik , 18
ik 58 A1 it BB 2R Gk R K AR i AT WL 8 O AR AT
BIUE . Guit rIk IS BT B 2605, 0T 35 H Sk (1)
2T o I RAEL, 3738 R B 267 1, R38Rk 1)
N0, NTSYSpe #AF (v2.10) AEIACTF147%: (UPG-
MAD AT R ezl R
1.6 BHEZLEVFEHFENE

PR M T PDA #5972 rh R, 25 °ClE IR B
FFRR IS BAIEK I RER . XH+FX
LRIE AR IC B 22 AR KRR, R A AR R R = 1 2
AR, MU LM ER LS R IE R
TR VR 2 i T 22 e, LU AN [ B R D) 110 26 K P

2 SRAPS|HIFFER

Table 2 Sequence information of SRAP primers

NADERY S SR 514 S
Forward primer Primer sequence Reverse primer Primer sequence
mel TGAGTCCAAACCGGATA eml GACTGCGTACGAATTAAT
me2 TGAGTCCAAACCGGAGC em2 GACTGCGTACGAATTTGC
me3 TGAGTCCAAACCGGAAT em3 GACTGCGTACGAATTGAC
me4 TGAGTCCAAACCGGACC em4 GACTGCGTACGAATTTGA
meS TGAGTCCAAACCGGAAG em5 GACTGCGTACGAATTAAC
me6 TGAGTCCAAACCGGTAG emo6 GACTGCGTACGAATTGCA
me7 TGAGTCCAAACCGGTTG em7 GACTGCGTACGAATTATG
me8 TGAGTCCAAACCGGTGT em8 GACTGCGTACGAATTAGC
me9 TGAGTCCAAACCGGTCA em9 GACTGCGTACGAATTACG
eml0 GACTGCGTACGAATTTAG
emll GACTGCGTACGAATTTCG
eml2 GACTGCGTACGAATTGTC
eml3 GACTGCGTACGAATTGGT
eml4 GACTGCGTACGAATTCAG
eml5 GACTGCGTACGAATTCTG
eml6 GACTGCGTACGAATTCGG
eml7 GACTGCGTACGAATTCCA
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R BE R T

1.7 REMRUE

MR B R Bl T R Rk H kS, 22 B AT FL T
RIS, BRI H 2 A BRI N R L,
R 8 I A SRWSC B R A SR I . SR B
MUIEHL 15 ASH A8 e bs R RO 2 58 =, o
BRI WIS H e GRE G 4 AR
21 My ) FORE G CRCRAT A HOM . K H H 8B
il FH F 7 RS e FER L B L R S T
Jig B LU RI I R B o A3 A T PR T 4 1 S B
EIRFE AR 100 kg TR0 N H = & .
1.8 HIELIBE RS

i 56 2 4 fd B Excel 2019 #E 47 2 3, % H
SPSS 24.0 4T [ 2 J7 2 3 M7, 3 F H SR8 ek 3
AR H R bR AT 255 VP . LSRR R BUE
AN

U= (X Xoin) | K= Xoin)

Hodr, X, 37 B AR GO IR G 1 3R B R 2L

1000 bp
750 bp

500 bp
250 bp
100 bp o=

B o X F1 Xonio 70 ) R 12 MR IR AR B 1100 5 KA B /N
wAH . Fra PR RS ek BUE 1P S RD 2R A PR
i D.

_ 1IN
D= E;Uﬁ .

2 ERE5HT
2.1 ITSEERH

9 MR H B BRI ITS 750 97 38 7= ) vk 25
B 1 iR, BA BRI LE 500~750 bp b H A7
16 1 ANTEMT 2605, 24205, PCR 7 3445 57 1tk R4
ME 2 MRFREMATLLE W, D& BAEN
ANEE, 9 BRAE B PR 5 GenBank H V%5 5 U4 A

B Awuricularia delicata ¥ %] (0OL839322.1.

OP975777.1 55 ) % N — 3L, Bootstrap 3 #f % ik
99% , & W] Bt Bl B AR R SR B, > T 4 E A5 R
Qe

[ o | x
- e 2 B B F B

7:: M 4 2000 bp DNA Marker. 1~9 NfEREE C1~C9. T
Note: M denotes the 2000 bp DNA marker. Number 1-9 represent the test strains C1-C9. The same below.
1 HIXEAR ITS-PCR # 48 ¥R TR s HE B A F K (]
Fig. 1 Agarose gel electrophoresis of ITS-PCR amplification products from the test strains

Co6

Auricularia delicata OL839322.1
Auricularia delicata OP975777.1
Auricularia delicata KF297965.1
Auricularia delicata KF297963.1
Auricularia delicata MK343506.1
Auricularia delicata MW742672.1
Auricularia delicata MK343505.1
Auricularia heimuer PV536587.1

Lentinula edodes OR077304.1

2 BHKEHR ITS-PCR ¥ = MZN RELEWN
Fig. 2 Phylogenetic tree constructed from ITS-PCR amplification products of test strains
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2.2 REERAN SRR ST AT

Xt 9 BRAA AR BEAT R0 A SR AT 15
it 36 METUA &, BT A LG T R R 8 7 A= B
PG kR W AREEN(E3). H
® 3Gk a KA, 9 A TE PR IR 2 A7 AR 15 BT R
IS, 2 W 4R HE 1R Rk 2 1) 72 4K 40 i K P b A7 AR
B R 38 A% 22 S, A% 22 A ORI L BE R I B
SRARR

T ARSI AR Y
Note: Protrude type among the test strains.

B3 HiEREmERR NG D)

Fig. 3 Antagonistic reaction of the test strains(partial)

#3 HHAEKREABETEMERIEER
Table 3 Results of somatic incompatibility test
for the test strains

e ==}
ﬁ(ﬂﬁﬁ Cl C2 C3 €4 C5 C6 C7 C8
Strain number

C2
C3
C4
C5
C6
Cc7
C8
C9 + +

+ o+ o+ o+ o+ o+ o+
+ o+ o+ o+ o+ o+
+ o+ o+ o+ o+ o+
+ 4+ o+ o+ o+
+ o+ o+ o+
+

T + RO AAEE LS

Note: + indicates the presence of an antagonistic reaction.

2.3 ¥ SRAP o FARIC 3T 4 KR B R #K AU IR (545
M

ik 153 %F SRAP 5 ¥ 4H & %5 9 A>3 B Ak
BEATY 1, SLOm ik 14 X 2 20 RIS I
MBS Y. WK 4 FR, 14 X551 9585 18 H
174 46405, ANFE B A AT 1610 2317 50E 10~16
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ARSI Y 1243 Ak, Ho,
me3-em10 S| ¥IH &5 B HE Jydacom, § I8 16 5%
i »mel-em17 Fl meS-em12 512 A 1P HE 25 715 40
B/ ALY B 10 . 14 X513y 165 A4
ZAMR, 2R ERIL 94.83% , PR 51 )
FEAE 1179 N2, R EREG £ 5
R fe Z et B 4 A51YMAHE me3-eml Xf 9 4
PRI BE 55 2R, 2% TG T H B = .
MEREZEBRE 5 AT 0L, 9 PR BB bk 1 18t 4%

R4 THIEHAY SRAP 5|HEE KA BER
Table 4 SRAP primer combinations screened in the
experiment and their amplification results

BS O smma I i
Number Primer pair Total band number Polymorphism
band number
1 mel-em2 11 11
2 mel-em10 12 12
3 mel-em17 10 9
4 me2-eml 11 11
5 me3-eml 12 12
6 me3-em10 16 16
7 meS-em12 10 10
8 meb6-eml 15 14
9 me6-em4 12 9
10 me6-em9 15 14
11 me6-em12 11 10
12 me7-em4 15 15
13 me8-em1 13 13
14 me9-eml 11 9
S Total 174 165

2000 bp

1000 bp
750 bp
500 bp

250 bp

100 bp

4 S|Y4A4 me3-eml BIY 18 =4k E
Fig. 4 Electrophoresis pattern of amplification products
by the primer me3-em1
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LR BN T 0.27~0.63. 7 AHL F %L 0.36 4b A
G382 AN EE, HAEAG BH S 10 S AT R AE - FE T
FERE(DAE C1.C2.C3.C4.C7.C8.C9, ¥k H
BN TS A, HR R B CT
C8 BRI A Z — R T 52 M, WO SR T 59 77 23
677 KB AD S 2 BRE PR C5.C6, 40 7l 2k H 1L
RANA AL, 5 5 07 RBEAFAE R BOR B % 2 7, 1X
A BE -5 K 3 1 b B 5 RN AR IE N . TEAH
RE057 &b, MR — 0 4 AR,
FCLS 3 RATIMC2 5 4k
PG 4359 R — 2, EIE 7 b 3 Ok 5 %o 36 4% 8 S 119

A

24 HARHEHRBELEEMFHFES T

S AT R, 9 AN SR HE T R B 22 AR R R
FE, WP AKIEE N 2.991 mm-d', FH22A
K B LA Bk C7 N 3.670 mm-d!, B E & T
(C5 B AN Hofth B8 Mk 5 B 22 4 K B8 I B vk C4, N
2273 mm-d'. {ERELIRE LTI, CT EREI N
A, MR MR ERIUNIRE . T E ER R R LS
RUCABIE), E LB A M, HE RN
.
2.5 HAREEKRKEHRS

AR FL B AR A AR Z PR R I R 22 5
PR B W3R 6. 76 2B F B J7 T « 305 48 1 8] 72

BEN

>N

—
) ——
2 ‘CZ

ca

3 —C7
T

11

C9

I C5

C6

027 036

0.45

0.54 0.63

9% R B Coefficient

& s

ET SRAP 53 FHRICHI AR E B R K T ik E

Fig. 5 Cluster analysis tree diagram of the test strains by SRAP molecular markers

=5

HINERE L ALY FFY

Table 5 Mycelial characteristics of the test strains

Wtk A SRS HIETEA It ER VAL [ AT
Strain number ~ Average growth rate/(mm-d™) Colony morphology Colony pigment Mycelium color  Mycelial density
Cl1 2.673+0.035 ¢ ¥)5 ANBH 5 Inconspicuous 1 e
Uniform White Luxuriant
C2 2.837+0.050 d ¥15] “RAH & Inconspicuous At &
Uniform White Luxuriant
C3 3.580+0.090 b ¥15] AN 8 Inconspicuous A s
Uniform White Luxuriant
C4 2.273+0.035 g %1% AN i Inconspicuous [SREN &
Uniform White Luxuriant
Cs 3.620+0.030 ab ¥1%) /N {2 Inconspicuous [=FEN e
Uniform White Luxuriant
C6 2.413+0.035 f %] R {E Inconspicuous H ke
Uniform White Luxuriant
C7 3.670£0.056 a #15 AN 8 Inconspicuous SN Hhas
Uniform White Moderately dense
C8 3.207+0.045 ¢ %) A&, Inconspicuous At R
Uniform White Luxuriant
Cc9 2.643+0.031 ¢ ¥5) ANBHE Inconspicuous [SREN R
Uniform White Luxuriant

T FECT R A E NG FRERIRAE 0.05 KT EREE. TR,

Note: Different lowercase letters in the same column indicate significant difference at 0.05 level. The same below.
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L

394

37~43 d, “F IS8T (0] 2 39 d, i 4% 1 A0 1 B bk
j& C4 M C6, WPk C5 Py I ] e 1o Jif 2 3 7
48~54 d, T3 IR S I R S 51 d, Ji 5 30
IR & C4 A1 CO, B KB R 2 C5. F Sk
WHATE 77~83 d, P38 79 d, KM B - 1) B Ak 2
C3.C4 1 Co, ML MRAZ C5. FTA W AEE 100 kg
TR T H R B AE 3.29~4.03 kg, = B m 1)
RS C4, HIRGE C6, 7 B AR w2 C5.
A B A S B AT 0, A B I L R
Pk C4 71 C9, 2B & Bk H e 8RR B Z C5.
PARF R SRR R EER, B

=6

(KK 75 Bl 7E 39.773~48.934 mm, B Fr i K 1 1 #k
J& CO, e FH M B Bk & C6. H % E AE 48.536~
61.337 mm, 5 B i KB R 2 C3, Btk Co T i
N HHEJELE 2.492~3.139 mm, # bk C4 H H &%
B R BE RN C6. 9 FR 4% A BB ik B B TH 25
HRE:, ot C5 IR, HAR I AMEIR. B
R ARG O RS B A 3 Fh, o C2,
C4.C7.C9 N {t,C1.C3.C6.C8 N (0,C5 A
(B 6. H AR ELE 7.046~12.736, 1K
JE B e B B AR €9, K FE AR IR B R /2 C6. A
CRE R ZMERBAR T LUE B PR C9 I ZRE R I

FAEERREMRK

Table 6 Agronomic traits of A. delicata

PR 5 KE Wi JEE oo JEE N WRE  AERE RN TR
. . K58 . B, LEE . o . . . )
Strain ~ Length/  Width/ L/W Thickness/ Col Wrinkl Foaming  Germination Primordium Maturation Yield/
olor rinkle
number mm mm mm degree time/d stage/d stage/d (kg-100 kg™
099+ 153+ 949+ % A R IR 582+ 45+
Cl1 47.009% 58153+ 2949 /%éiié I‘Jfr%bk 10.582 i1 S341 Q11 3.45
3.287 ab 3.768 ab 0.390 ab  Light yellow Reticulate  1.143 be 0.684 ¢
2 43.723+ 227+ .809+ f IR 290+ Sl+
C 3723 54.227% 0 2809 o I‘J#M\ 11.290 Alel soe1 Q041 3.51
3.389bc  3.178 be 0.316 abc Brown Reticulate  0.584 b 0.256 be
856+ 337+ 001+ R RSN 838+ 82+
C3 48856+ 61337+ o 3.001 d&@ I‘JT%% 9.838 3841 4941 1749 3.82
2.530a 7912a 0.229 a Light yellow Reticulate  1.474 ¢ 0.427 ab
4 47.989+ 59.714+ 3.139+ { BN 554+ .03+
C 0.81 T I‘J%b& 10.554 3741 4842 174 4.03
4599 ab 4.494 ab 0.309 a Brown Reticulate  0.839 bc 0.085 a
44.474+ 436+ 2560+  #I4 11.296+ 29+
Cs 7 55436 oo 560 N%e HM: 96 4341 s4e1 34 3.29
4242 ab  5.450 ab 0.355bc  Reddish brown Veined 0.835b 0.085 ¢
73+ 536+ 492+ oA AR IR 046+ 94+
C6 39.773+  48.536x o 2492 A@é I‘Jif?ﬁk 7.046 3741 4941 2841 3.94
2.595¢ 6.442c¢ 0.207 ¢ Light yellow Reticulate  0.438 ¢ 0.598 a
+ + + f R TR + +
C7 43717 58623+ 2899 et m{m 10.290 3041 S0 9041 3.87
3.589 bc  6.240 ab 0.296 ab  Brown Reticulate  1.005 bc 0.854 a
684+ 787+ 793+ R G2 402+ )
Cs 45684 60787+ 2793 d&é l‘Jka 8402+ - Q041 3.82
5.663 ab 6.616 ab 0.382 abc Light yellow Reticulate  1.040d +1.025 ab
Cc9 48.934+  60.993+ 2.925+ { A IR 12.736+ 3.91
0.86 e I_M.%/Ik 38+1 48+1 77+1
4371a 2.897a 0.157ab  Brown Reticulate  1.054 a +0.171 a

C5 C4 Co6 C7 C5
AREE i ta ke ZLEIN JKCIR
Reddish brown Brown Light yellow Reticulate Veined

& 6

A H E R R R

Fig. 6 Examples of characteristics of the fruiting body of A. delicata
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WU, B R SR R VA B BRI
Mo Wk C3HAERKC4 BEEKME RS
(4R A5 ©S B 8 4R 73 €2 B 5t IX ) 1 L B R
[AIE C3.C4.C5.C9 1] LUIENEEF TR -
26 ETREZFMEAEEHRBEHRKNEE
ARy

K SR8 R BOE R R B E MR BT 25 5
P, WK 7 AT LLE Y, 255 13 0 YE 7R 0.356~
0.919, = FMERAK XN €9.C3.C4.C7.C8.C2.Cl.
C5.C6. C9 L& 135 f i » 3 I AR BEFh T o 2%
A RILEA , PR SEAE 45 B o BT S R 2
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Table 7 Comprehensive score and evaluation result for A.

delicata
WS LA™Y 4
Strain number Comprehensive score Rank
Cl 0.472 7
Cc2 0.500 6
C3 0.848 2
Cc4 0.844 3
Cs 0.441 8
Coé 0.356 9
Cc7 0.532 4
C8 0.504 5
C9 0.919 1
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