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Effects of tomato grafting on rhizosphere microbial community under fa-

cility continuous cropping
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Abstract: To investigate the effects of tomato grafting on rhizosphere microbial community under facility continuous
cropping, and to provide a theoretical basis for the prevention and control of continuous cropping obstacles, this study
used Gemje-913 as the scion and Zhenmu No. 2 as the rootstock. Two treatments, grafting and self-rooting, were set up in
continuously cropped facility soil. High-throughput sequencing technology was employed to comparatively analyze the
community composition of bacteria and fungi in rhizosphere soil under the two treatments. The results showed that under
the grafting treatment, the richness indexes Chao 1 and Observed Species of bacteria were significantly lower than those
under the self-rooted treatment, while the diversity indexes of Shannon and Simpson showed no significant differences.
For rhizosphere fungi, neither microbial diversity nor richness indexes were significantly affected by grafting. In terms of
community composition, after grafting, the relative abundances of the genera Luteibacter, JG30-KF-AS9, Longimicrobi-
um, and Micropepsis were higher than those in the self-rooting treatment, whereas the relative abundances of Dyella, Dok-
donella, MNDZ1, Tistrella, Edaphobaculum, and Asticcacaulis were lower. Among fungi, the grafting treatment increased

Y #5 B #A: 2025-08-25 ; & [2] H #A : 2026-05-27

ESUWH : 1Y )1148 53¢ 6137 B A (SCCXTD-2024-5)

YEZ 3R, 59, BRI IE 01, BN R B SR B HOR B FOAI4E) T T/E . E-mail : zejinzhang@hotmail.com
BEEE:E WL & W0, R B NFFERRB H AR U T/E. E-mail : tangli-999@163.com

- 158 -



#91

SRR 55 - ARG BORENE T AR BRI A P RE TS A

X ISR 5T

the relative abundances of Phialemonium, Humicola, Candida, Gymnoascus, and Leucocoprinus, while decreasing the rel-

ative abundances of Fusarium, Acremonium, Thanatephorus, Neobulgaria, and Hypomyces. Collectively, these findings in-

dicate that grafting reduced the relative abundances of the pathogenic fungi Fusarium and Thanatephorus, which are asso-

ciated with Fusarium wilt, while increasing the relative abundance of the beneficial bacteria Longimicrobium increased.

This may be one of the reasons why grafting enhances tomato resistance and could effectively alleviates continuous crop-

ping obstacles in facility soil.

Key words: Tomato; Grafting; Facility continuous cropping; Rhizosphere microbial community
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Fig. 1 ASV and diversity index dilution curves of bacteria (A) and fungi (B)
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Fig. 3 The community composition of bacteria (A) and fungi (B) in rhizosphere soil
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Fig. 4 Effects of grafting on Alpha diversity of soil bacteria (A) and fungi (B)
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